Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.093; data-to-parameter ratio = 14.8.
In the title compound, C 29 H 21 ClN 2 O, there is a twist in the bridging prop-2-en-1-one group [C C-C O torsion angle = 22.7 (2) ]. The quinolinyl residues form a dihedral angle of 86.92 (4) , indicating an almost perpendicular relationship. In the crystal, supramolecular layers in the bc plane are stabilized by C-HÁ Á Á andinteractions [centroid-centroid distance = 3.4947 (7) Å ]. Monoclinic, P2 1 =c a = 10.9837 (2) Å b = 21.0604 (3) Å c = 9.3927 (1) Å = 90.009 (1) V = 2172.73 (6) Å 3 Z = 4 Cu K radiation = 1.75 mm À1 T = 100 K 0.35 Â 0.15 Â 0.10 mm
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Data collection
Agilent SuperNova Dual diffractometer with an Atlas detector Absorption correction: multi-scan (CrysAlis PRO; Agilent, 2013) T min = 0.852, T max = 1.000 8885 measured reflections 4444 independent reflections 3956 reflections with I > 2(I) R int = 0.020 Refinement R[F 2 > 2(F 2 )] = 0.034 wR(F 2 ) = 0.093 S = 1.03 4444 reflections 300 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.35 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and N1,C1,C6-C9 rings, respectively. Data collection: CrysAlis PRO (Agilent, 2013); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). RP gratefully acknowledges the Council of Scientific and Industrial Research (CSIR), India, for a Senior Research Fellowship (09/919/(0014)/2012 EMR-I). We also thank the Ministry of Higher Education (Malaysia) for funding structural studies through the High-Impact Research scheme (UM.C/HIR-MOHE/SC/03). supplementary materials Acta Cryst. (2013) . E69, o1318 [doi:10.1107/S1600536813020229] (2E)-3-(2-Chloro-8-methylquinolin-3-yl)-1-(2-methyl-4-phenylquinolin-3yl)prop-2-en-1-one R. Prasath, S. Sarveswari, Seik Weng Ng and Edward R. T. Tiekink
Comment
Nitrogen-containing heterocyclic analogues are found to be key intermediates in organic synthesis and exhibit a multitude of biological properties (Prasath & Bhavana, 2012) . This has prompted research into the design and synthesis of a variety of nitrogen-containing chalcone derivatives, and their evaluation for anti-bacterial, anti-fungal, anti-malarial and anticancer potential (Prasath et al., 2013a; Joshi et al., 2011) . It was in this connection that the title compound, (I), was investigated.
The molecular structure of (I), Fig In the crystal packing, π-π interactions between centrosymmetrically related N2-pyridyl rings [centroid···centroid distance = 3.4947 (7) Å and symmetry operation: -x, 1 -y, 1 -z] combine with phenyl-C-H···π interactions, Table 1 , to stabilize supramolecular layers in the bc plane, Fig. 2 . Layers inter-digitate along the a axis with no specific interactions between them, Fig. 3 .
Experimental
A mixture of 3-acetyl-2-methyl-4-phenylquinoline (260 mg, 0.001 M), 2-chloro-8-methylquinoline-3-carbaldehyde (200 mg, 0.001 M) and KOH (0.2 g) in methanol (20 ml) was stirred for 12 h at room temperature. The resulting mixture was neutralized with dilute acetic acid. The deposited solid was filtered, dried and purified by column chromatography using a 1:1 mixture of ethyl acetate and hexane. Re-crystallization was by slow evaporation of an acetone solution of (I); 81% yield, M.pt: 381-383 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95-0.98 Å, U iso (H) = 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation.
Computing details
Data collection: CrysAlis PRO (Agilent, 2013); cell refinement: CrysAlis PRO (Agilent, 2013); data reduction: CrysAlis PRO (Agilent, 2013); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine supplementary materials sup-2 Acta Cryst. (2013). E69, o1318 structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010).
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 70% probability level.
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Figure 2
View of the supramolecular layer formed in the bc plane by π-π and C-H···π interactions shown as purple and orange dashed lines, respectively.
Figure 3
View in projection down the c axis of the unit-cell contents of (I). The π-π and C-H···π interactions are shown as purple and orange dashed lines, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(2E)-3-(2-Chloro-8-methylquinolin-3-yl)-1-(2-methyl-4-phenylquinolin-3-yl)prop-2-en-1-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) C5 0.0221 (6) 0.0190 (6) 0.0190 (6) −0.0008 (5) −0.0014 (5) −0.0008 (5) C6 0.0212 (6) 0.0159 (6) 0.0147 (6) −0.0016 (5) −0.0014 (4) −0.0001 (4) C7 0.0217 (6) 0.0137 (6) 0.0138 (5) −0.0005 (5) −0.0015 (4) 0.0009 (4) C8 0.0207 (6) 0.0131 (6) 0.0181 (6) −0.0013 (5) −0.0020 (5) 0.0015 (4) C9 0.0203 (6) 0.0141 (6) 0.0198 (6) −0.0002 (5) −0.0023 (5) 0.0024 (5) C10 0.0209 (7) 0.0170 (6) 0.0381 (8) 0.0024 (5) −0.0010 (6) 0.0011 (6) C11 0.0161 (6) 0.0141 (6) 0.0200 (6) −0.0011 (5) 0.0009 (4) 0.0011 (5) C12 0.0239 (6) 0.0192 (6) 0.0192 (6) 0.0013 (5) −0.0025 (5) −0.0004 (5) C13 0.0239 (7) 0.0219 (7) 0.0245 (7) 0.0034 (5) −0.0024 (5) 0.0049 (5) C14 0.0260 (7) 0.0164 (6) 0.0296 (7) 0.0056 (5) 0.0025 (5) 0.0017 (5) C15 0.0322 (7) 0.0179 (6) 0.0238 (7) 0.0032 (5) 0.0015 (5) −0.0033 (5) C16 0.0242 (6) 0.0185 (6) 0.0184 (6) 0.0022 (5) −0.0006 (5) 0.0008 (5) C17 0.0187 (6) 0.0138 (6) 0.0266 (7) 0.0001 (5) −0.0022 (5) −0.0004 (5) (6) 0.0279 (7) 0.0003 (5) −0.0012 (5) 0.0061 (5) C25 0.0229 (7) 0.0276 (7) 0.0205 (6) −0.0009 (5) −0.0024 (5) 0.0047 (5) Hydrogen-bond geometry (Å, º) Cg1 and Cg2 are the centroids of the C1-C6 and N1,C1,C6-C9 rings, respectively. 
